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In Drosophila melanogaster, the insulin-signaling pathway controls body size and some life history traits such as fertility and lifespan (as reviewed in Zera, Harshman and Williams 2007). Since these characters generally reflect adaptive responses to environmental pressures, both positive and negative selection might have played an important role in the molecular evolution of the underlying genes. Here we have focused on the seven genes (dilp1-7; fig. 1 ) encoding the Drosophila insulin-like peptides, which are the ligands that trigger the insulin-signaling cascade. Despite the high divergence between members of this small multigene family, the encoded proteins are structurally similar to the single mammalian insulin peptide ( fig. 1 ). The present comparative analysis of the dilp genes across the Drosophila phylogeny aimed firstly to determine the role of purifying selection in shaping the dilp genes evolution. Secondly, we evaluated the putative role of positive selection acting on dilp genes soon after the separation of the Sophophora and Drosophila subgenera, given previous observations Moreover, their ratio (ω = 0.329) was higher than between-orthologs estimates (table 1), suggesting that the level of functional constraint had changed after the duplication. In order to ascertain whether constraint had changed similarly in both copies, an ML analysis using branch models was performed considering the two dilp2 copies of D.
grimshawi and the single dilp2 gene present in the other species studied. Since no heterogeneity among lineages was detected at the dilp2 gene (table 2) 
